Abstract
Introduction

46
Myogenesis is a complicated process regulated by a number of transcription factors, followed by a failure to undergo hypertrophic growth after birth (Li, Czubryt et al. 2005 abdominal fat, and small intestine of three 6-week-old male mice were collected and treated 131 as our previous report (Zhou, Yang et al. 2017) . We also took the leg muscles of postnatal 2 
RNA isolation, RT-PCR, and Q-PCR
Statistical analysis
218
All data are presented as the means ± SD of at least 3 independent experiments.
219
Statistical significance was determined by the Student's t-tests using Microsoft Excel. P values <0.05 were considered significant, while P values <0.01 were considered highly significant. (Fig. 1A) , suggesting a role of 228 mmu-miR-483-3p in muscle tissues development. Expression of mmu-miR-483-3p in 229 proliferating myoblasts was relatively low, increased significantly at the beginning of 230 differentiation, then decreased gradually during the differentiation process (Fig. 1B) . (Fig. 1C) . to the medium and absorbance was detected on a microplate reader. The absorbance was 248 significantly higher in cells transfected with mmu-miR-483-3p than that in the NC group (Fig.   249   2B ). This data was consistent with the data from the xCELLigence system, which strongly 250 supported our conclusion that mmu-miR-483-3p promotes C2C12 myoblast proliferation. 251 During muscle development, the differentiation of myoblast into myotubes is inevitable.
252
In order to determine whether mmu-miR-438-3p participates in this transition, we transfected 
mmu-miR-483-3p directly targets SRF
With a basic understanding of mmu-miR-483-3p function, we next explored its target genes. 276 Analyses with TargetScan revealed potential mmu-miR-483-3p target sequences around the 277 3-UTR of the transcriptional factor SRF, which is essential in muscle development (Fig. 4A) . 
